Genetic variability, heritability and genetic advance were estimated for various floral and grain quality traits in 22 genotypes of rice. The experiment was conducted in randomized block design with two replications during at Vanavarayar Institute of Agriculture, Pollachi during 2014-15. Analysis of variance showed significant differences among the genotypes studied for all the floral and grain quality traits. The phenotypic coefficients of variations were higher than those of genotypic coefficients of variations, which indicate the influence of environment for expression of the characters. The genotypic and phenotypic coefficient of variations (PCV and GCV) was maximum for stigma exsertion and minimum for hulling per cent. Floral traits anther length, anther breadth, number of pollen grains per anther, panicle exsertion, stigma length, stigma breadth, stigma exsertion and style length and grain quality traits like kernel length, kernel breadth, kernel length/ breadth ratio, kernel length after cooking, kernel breadth after cooking and volume expansion ratio exhibited higher magnitude of broad sense heritability accompanied with high genetic advance as per cent of mean, indicating the predominance of additive gene action governing these traits and genetic improvement for these traits is possible by using simple selection techniques.
Variation is the basis of plant breeding. As success of any crop improvement programme largely depends on the magnitude and range of variability on the available genetic stock, a critical estimate of genetic variability is a prerequisite for initiating appropriate breeding procedures in crop improvement programmes. Hence, it becomes necessary to spilt over-all variability into its heritable and non-heritable components with the help of certain genetic parameters, which may enable the breeders to plan a proper breeding programme. Therefore, the present investigation was taken up to study the variability for floral and grain quality traits in rice genotypes.
The experimental material consists of two CGMS lines viz., COMS 24A and TNAU CMS 2A and 20 testers. They were raised in randomized block design (RBD) with two replications at Vanavarayar Institute of Agriculture, Pollachi. Observations were recorded on five florets of three randomly selected plants in each replication for the floral traits, namely, anther length, anther breadth, number of pollen grains per anther, stigma length, stigma breadth, style length, panicle exsertion, stigma exsertion and angle of glume opening. Observations were also recorded on grain quality traits viz.,hulling per cent, milling per cent, kernel length, kernel breadth, kernel length/ breadth ratio, kernel length after cooking, kernel breadth after cooking, linear elongation ratio, breadthwise expansion ratio and volume expansion ratio as per the Standard Evaluation System (SES, 1996) descriptors suggested by IRRI. The mean data for each character were subjected to statistical analysis. Genetic parameters like variability, GCV, PCV, heritability and genetic advance were calculated as per the formulae suggested by Johnson et al. (1955) .
Analysis of variance showed significant differences among the genotypes studied for all the floral and grain quality traits (Table.1 ). The mean performance of parental lines for various floral traits and grain quality traits are presented in table 2 and 3.
Genetic variability in floral traits:
The genotypic and phenotypic coefficients of variation indicate the extent of variability for different traits. The results of the study indicate that, the phenotypic coefficient of variation were higher than genotypic coefficient of variation for all the traits studied. All the characters showed narrow differences between phenotypic and genotypic coefficient of variation, indicating very low effect of environment and greater role of genetic factors in the expression of these traits (Table 4) High PCV and GCV were recorded for number of pollen grains per anther, stigma breadth, style length and stigma exsertion. High PCV and GCV as recorded in the present study was observed by many earlier researchers namely, Ushakumari et al. (2002) and Kamalahar (2003) for stigma breadth; Maavimani and Saraswathi (2014) for number of pollen grains per anther and style length. The traits, anther length, anther breadth, stigma length and angle of glume opening exhibited moderate PCV and GCV. Low PCV and 610 DOI: 10.5958/0975-928X.2017.00092.8 GCV was observed in panicle exsertion. This is in accordance with the findings of Mahalingam et al. (2013) .
Heritability is the proportion of observed variability, which is due to heredity alone, excluding the environmental influence. Heritability gives information only on the magnitude of inheritance, but genetic advance guide in evaluating the progress under a selection scheme. Higher the value of genetic advance, better and surer progress will be on the mean in the succeeding generation under directional selection. In the present study, the heritability and genetic advance as per cent of mean were high for anther length, anther breadth, number of pollen grains per anther, stigma length, stigma breadth, style length, panicle exsertion and stigma exsertion. Similar findings were reported by Mahalingam et al. (2013) for anther length, stigma length and stigma exsertion; Majumder et al. (2014) for anther length, anther breadth and stigma length; Maavimani and Saraswathi (2014) for anther length, anther breadth, number of pollen grains per anther, stigma length, stigma breadth and style length.
Genetic variability in grain quality traits:
High PCV and GCV was observed for kernel length/ breadth ratio. The traits kernel length, kernel breadth, kernel length after cooking, kernel breadth after cooking and volume expansion ratio recorded moderate PCV and GCV values. These results are in agreement with the findings of Vanaja and Babu (2006) for kernel breadth and volume expansion ratio; Umadevi et al. (2010) for kernel length after cooking and kernel breadth after cooking; Dhanwani et al. (2013) for kernel length, kernel length after cooking and kernel breadth after cooking.Low PCV and GCV values were recorded for hulling per cent, milling per cent, linear elongation ratio and breadthwise expansion ratio. This is in accordance with the findings of Vanaja and Babu (2006) , Umadevi et al. (2010) and Manonmani et al. (2010) .
High heritability coupled with high genetic advance as per cent of mean was observed in kernel length, kernel breadth, kernel length/breadth ratio, kernel length after cooking, kernel breadth after cooking and volume expansion ratio. These results are in agreement with the findings of Umadevi et al. (2010) for kernel length/ breadth ratio, kernel breadth after cooking and volume expansion ratio; Dhanwani et al. (2013) for kernel length, kernel length/ breadth ratio and kernel breadth after cooking; The traits, hulling per cent, milling per cent, linear elongation ratio and breadthwise expansion ratio recorded high heritability coupled with moderate genetic advance as per cent of mean. Similar results were observed by Manonmani et al. (2010) , Umadevi et al. (2010) and Dhanwani et al. (2013) .
The results of the study revealed that, floral traits viz., anther length, anther breadth, number of pollen grains per anther, panicle exsertion, stigma length, stigma breadth, stigma exsertion and style length and grain quality traits like kernel length, kernel breadth, kernel length/ breadth ratio, kernel length after cooking, kernel breadth after cooking and volume expansion ratio exhibited higher magnitude of broad sense heritability accompanied with high genetic advance as per cent of mean indicating the predominance of additive gene action governing these traits and genetic improvement for these traits is possible by using simple selection techniques. Values with same letter(s) are statistically identical at 1% level of probability. 
